
Alternative Splicing Modulates Stress-responses of Rice Superoxide dismutases 

Alternative splicing (AS), a post-transcriptional regulatory mechanism, contributes significantly in 
enhancement of transcriptome/proteome diversity. AS via generating multiple transcripts by various 
types of AS events that may also encode alternative protein isoforms with novel characteristics. Copper-
Zinc Superoxide dismutases (CSDs) in rice display extensive alternative splicing events leading to varying 
levels of constitutive and alternative transcripts under environmental stress conditions, in different 
tissues. Furthermore, alternative splicing also targets the coding regions of the SOD genes, affecting key 
sites/regions crucial for structure and function of the alternatively spliced protein isoforms.   
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